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PRDM9  12 YCEMCQNFFIDSCAAHGPPTFVKDSAVDKGHPNRSALSLPPGLRIGPSGI.PQAGLGVWNEASDLPLGLHFGPYEGRIT...........EDEEAANNGYSWL 00 ITKG.RNCYEYVD.......GKDKSWANWMR 21 YVNCARDDEEQNLVAFQYHR..QIFYRTCRVIRPGCELLVWYGDEYGQELGIKWGSKWKKELMAGR........... 12 EPKPEIHPCPSCCLAFSSQKFLSQHVERNH
PRDM7  12 YCEMCQNFFIDSCAAHGPPTFVKDSAVDKGHPNRSALSLPPGLRIGPSGI.PQAGLGVWNEASDLPLGLHFGPYEGRIT...........EDEEAANSGYSWL 00 ITKG.RNCYEYVD.......GKDKSSANWMR 21 YVNCARDDEEQNLVAFQYHR..QIFYRTCRVIRPGCELLVWYGDEYGQELGIKWGSKWKKELMAGR........... 12 EPKPEIHPCPSCCLAFSSQKFLSQHVERNH
PRDM11 12 FCESCQEYFVDECPNHGPPVFVSDTPVPVGIPDRAALTIPQGMEVVKDTS...GESDVRCVNEVIPKGHIFGPYEGQIS............TQDKSAGFFSWL 00 IVDK.NNRYKSID.......GSDETKANWMR 21 YVVISREEREQNLLAFQHSE..RIYFRACRDIRPGEWLRVWYSEDYMKRLHSMSQETIHRNLAR............. 12 GEKRLQREKSEQVLDNPEDLRGPIHLSVLRQGK
PRDM4  12 WCTLCDRAYPSDCPEHGPVTFVPDTPIE....SRARLSLPKQLVLRQSIV..GAEVGVWTG.ETIPVRTCFGPLIGQQS......HSMEVAEWTDKAVNHIWK 00 IYHN.GVLEFCII.......TTDENECNWMM 21 FVRKARNREEQNLVAYPHDG..KIFFCTSQDIPPENELLFYYSRDYAQQI........................... 12 GVPEHPDVHLCNCGKECNSYTEFKAHLTSHIH
PRDM10 12 WCEECNNAHASVCPKHGPLHPIPNRPVL....TRARASLPLVLYIDRFLG......GVFSK.RRIPKRTQFGPVEGPLV...........RGSELKDCYIHLK 00 VSLDKGDRKERDLHEDLWFELSDETLCNWMM    FVRPAQNHLEQNLVAYQYGH..HVYYTTIKNVEPKQELKVWYAASYAEFVNQKIHDISEEERK.............. 12 VLREQEKNWPCYECNRRFISSEQLQQHLNSHD
PRDM15 12 WCEDCSQYHDSECPELGPVVMVKDSFVL....SRARSSLPPNLEIRRLED..GAE.GVFAI.TQLVKRTQFGPFESRRV............AKWEKESAFPLK 00 VFQKDGHPVCF.D.......TSNEDDCNWMM    LVRPAAEAEHQNLTAYQHGS..DVYFTTSRDIPPGTELRVWYAAFYAKKMDKPMLKQAGSGVH.............. 12 AAGTPENSAPVESEPSQWACKVCSATFLELQLLNEHLLGH
PRDM6  12 RCDMCADNRNGECPMHGPLHSLRRLVGTSSAAPEWLRDLPREVCLCTSTV.PGLAYGICAA.QRIQQGTWIGPFQGVLL......PPEKVQAGAVRNTQHLWE 00 IYDQDGTLQHFID.......GGEPSKSSWMR    YIRCARHCGEQNLTVVQYRS..NIFYRACIDIPRGTELLVWYNDSYTSFFGIPLQCIAQDEN............... 12 LNVPSTVMEAMCRQDALQPFNKSSKLAPTTQQRSVVFPQTPCSRNFSLLDK
PRDM14                               LPQTLDKDSLQLPEGLCLMQTVFGEVPHFGVFCS.SFIAKGVRFGPFQGKVV........NASEVKTYGDNSVMWE 00 IFED.GHLSHFID.......GK.GGTGNWMS    YVNCARFPKEQNLVAVQCQG..HIFYESCKEIHQNQELLVWYGDCYEKFLDIPVSLQVTEPGKQPSGPSE....... 12 ESAEGYRCERCGKVFTYKYYRDKHLKYTPCVDKGDRKFPCSLCKRSFEKRD
PRDM1                                DGGTSVQAEASLPRNLLFKYATN.SEEVIGVMSK.EYIPKGTRFGPLIGEIY........TNDTVPKNANRKYFWR 00 IYSR.GELHHFID.......GFNEEKSNWMR    YVNPAHSPREQNLAACQNGM..NIYFYTIKPIPANQELLVWYCRDFAERLHYPYPGELTMMNL.............. 12 QTQSSLKQPSTEKNELCPKNVPKREYSVKEILKLDSNPSKGK
PRDM2                                LAEVPEHVLRGLPEEVR.LFPSAVDKTRIGVWAT.KPILKGKKFGPFVGDKK...........KRSQVKNNVYMWE 00 VYYP.NLGWMCID.......ATDPEKGNWLR    YVNWACSGEEQNLFPLEINR..AIYYKTLKPIAPGEELLVWYNGEDNPEIAAAIEEERASARSKRSSPKSRK..... 12 GKKKSQENKNKGNKIQDIQLKTSEPDFTSANMRDSAEGPKEDEE
PRDM12                               SGEVQKLSSLVLPAEVIIAQSSIPGEGL.GIFSK.TWIKAGTEMGPFTGRVI........APEHVDICKNNNLMWE 00 VFNEDGTVRYFID.......ASQEDHRSWMT    YIKCARNEQEQNLEV.VQIGT.SIFYKAIEMIPPDQELLVWYGNSHNTFLGIPGVPGLEEDQKKNKH.......... 12 EDFHPADSAAGPAGRMRCVICHRGFNSRSNLRSHMRIHTLDKPFVCRFCNR
PRDM16                               EAPVYIPEDIPIPADFELRESSIPGAGL.GVWAK.RKMEAGERLGPCVVVPR.............AAAKETDFGWE 00 QILTDVEVSPQEGCITKISEDLGSEKFSWLK    YIRVACSCDDQNLTM.CQISE.QIYYKVIKDIEPGEELLVHVKEGVYPLGTVPPGLD.................... 12 EEPTFRCDECDELFQSKLDLRRHKKYTCGSVGAALYEGLAEELKPEGLGGG
PRDM3                                KAPIYIPDDIPIPAEFELRESNMPGAGL.GIWTK.RKIEVGEKFGPYVGEQRS.............NLKDPSYGWE 00 ILDEFYNVKFCID.......ASQPDVGSWLK    YIRFAG.CYDQHNLVACQIND.QIFYRVVADIAPGEELLLFMKSEDYPHETMAPDIH.................... 12 EERQYRCEDCDQLFESKAELADHQKFPCSTPHSAFSMVEEDFQQ
PRDM13                                                 iMHGAARAPATSVSAD.CCIPAGLRLGPVPGTFK........LGKYLSDRREPGPKKK 00 VRMVRGE...LVD.......ESGGSPLEWIG    LIRAARNSQEQTLEAIADLPGGQIFYRALRDVQPGEELTVWYSNSLAQWFDIPTTATPTHDEK.............. 12 GEERYICWYCWRTFRYPNSLKAHLRFHCVFS
PRDM5                                       iMLGMYVPDRFSLKSSRVQDGMGLYTA.RRVRKGEKFGPFAGEKR........MPEDLDENMDYRLMWE 00 VRGSKGEVLYILD.......ATNPRHSNWLR    FVHEAP.SQEQKNLA.AIQEGENIFYLAVEDIETDTELLIGYLDSDMEAEEEEQQIMTVIKEGEVENSRRQSTAGRK 12 DRLGCKEDYACPQCESSFTSEDILAEHLQTLHQKPTEEKEFKCKNCGKKFP
PRDM8                                iMEDTGIQRGIWDGDAKAVQQCLTDIFTSVYTT.CDIPENAIFGPCVLSHTSLYDSIAFIALKSTDKRTVPYIFR 00 VDTSAANGSSEGL..............MWLR    LVQSARDKEEQNLEAYIKNG..QLFYRSLRRIAKDEELLVWYGKELTELLLLCPSRSHNKMN............... 12 GSSPYTCLECSQRFQFEFPYVAHLRFRCPKRLHSADI


